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Application and challenges of biotechnology in alfalfa breeding

LI Yinuo, LTU Wenqi, PEI Yanxi’
School of Life Science, Shanxi University, Taiyuan 237016, China

Abstract: Medicago sativa L. is the perennial leguminous forage grass. It is widely valued for its excellent nu-
tritional value, ecological benefit and economic value. We have made significant progress in this field, especially
in the aspects of scientific research, breeding technology, and international cooperation, but we still face many
challenges. This requires us to enhance our independent innovation capabilities and to improve the quality and
yield of alfalfa varieties in order to meet the growing market demand for high-quality forage. In this paper, the
main progress in alfalfa research was summarized, and the application of biotechnology such as plant gene edit-
ing system, genome-wide association study, transgenic technology and molecular marker-assisted selection in
alfalfa breeding was emphatically introduced. This paper also discusses the problems existing in the basic re-
search and the industrial development of alfalfa at present, and looks forward to the future research.
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